Genomic complementary fragment of At4g32430 rescues the phenotype of grs1-1. A 11-day-old seedlings of wild type, grs1-1 and the complemented line. Compared to wild type seedlings, grs1-1 seedlings showed an extremely slow growth phenotype. Size of seedlings of the complemented line (homozygous for grs1-1, heterozygous for the genomic fragment) is similar to wild type seedlings. Scale bar = 1 cm. B Diagram of the GRS1 (At4g32430) genomic DNA and the insertion sites for the T-DNA in grs1-1. The location of primers S1, S2 and A1 used for genotyping are indicated by arrows. C Diagram of the GRS1 genomic complementary fragment and additional T-DNA element. The location of primers S1 and A2 used for genotyping are indicated by arrows. D Genotypes of wild type, grs1-1 and complemented line. Wild type shows a product of about 1700 bps (S1+A1). Homozygous grs1-1 plants show a product of about 1800 bps (S2+A1). The complemented line shows two products of about 1800 bps (S2+A1) and 1700 bps (S1+A2). Figure S3 Putative coordination of PPR motifs of GRS1 and RNA nucleotides around the editing sites targeted by GRS1. Top: PPR motifs of GRS1 and their corresponding residues at the 3nd, 6th of one PPR motif and 1th positions of the next motif (1'). Bottom: alignment of the putative cis-specificity regions around the RNA editing sites targeted by GRS1. were inhibited in grs1. The edited C is shown in bold and the five nucleotides shared between the four sites are highlighted in grey. Another editing sites, nad4-403, share the same five nucleotides, but its editing is not affected in grs1. The last S motif of GRS1 is positioned at the -4 nucleotides of edited C. Figure S4 Relative expression of alternative pathway genes in wild type and grs1-2. The expression levels of alternative respiratory pathway genes in grs1-2 increased significantly relative to WT. These genes include three alternative oxidases (AOXs) and six alternative NAD(P)H dehydrogenases (NDs). The values obtained were averaged for three independent experiments, with error bars representing SD. Statistically significant differences between grs1-2 and wild type are indicated by asterisks (Student's t test; P < 0.01). Table S1 PLS 
